Human CD34
− AML stem cells | Quek et al. S26 Figure S1 . FACS analysis and sorting strategies. Table S3 is provided as an Excel file and shows sort purities of normal BM MNC fractions used for in vitro culture assays. Table S4 is provided as an Excel file and relates to RNA-seq experiments: (A) the sort purities of normal and AML samples, (B) ranked loadings scores in the first two PCs of 500 genes selected by ANO VA analysis, and (C) 547 TF genes ranked by loadings scores in PC1 and PC2. Table S5 is provided as an Excel file and lists 300 significantly differentially expressed genes between CD34
− LSC and non-LSC populations analyzed by rank product analysis (PFP <0.05). Table S6 
